Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.006 Å; R factor = 0.077; wR factor = 0.210; data-to-parameter ratio = 12.8.
In the title 1:1 co-crystal, C 10 H 8 N 2 ÁC 15 H 12 O 5 , strong intermolecular O-HÁ Á ÁN hydrogen bonds link alternating molecules of 4,4 0 -(hydroxymethylene)dibenzoic acid and 4,4 0 -bipyridyl into zigzag chains in [501] . The crystal packing also exhibits -interactions between the 4,4 0 -bipyridyl rings of neighbouring chains [centroid-centroid distance = 3.608 (3) Å ] and weak C-HÁ Á ÁO hydrogen bonds.
Related literature
For background to supramolecular crystal engineering, see: Simon & Bassoul (2000) . For aromatic carboxylic acids as supramolecular synthons, see: Desiraju (1995) . For studies of bent arenedicarboxylate ligands, see: Koichi et al. (2011); Xu et al. (2011) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Acta Cryst. (2012) . E68, o1175 [doi:10.1107/S1600536812011956] 4,4′-Bipyridyl-4,4′-(hydroxymethylene)dibenzoic acid (1/1) Lan Qin, Lan-Ping Xu and Lei Han Comment Supramolecular crystal engineering has attracted growing interest over the past few decades because of their importance in biological system and molecular recognition (Simon et al., 2000) . Aromatic carboxylic acid is one of the most important supramolecular synthons to construct novel organic networks by hydrogen bonds and π-π interactions (Desiraju, 1995) . Recently, interest has been devoted to the assembly of extended solids from the long and bent arenedicarboxylate ligands (Koichi et al., 2011; Xu et al., 2011) . We have employed 4,4′-(hydroxymethylene)dibenzoic acid as an excellent candidate for the construction of targeted supramolecular structures. A new organic cocrystal compound, 
Refinement
H atoms attached to O2 and O4 were located in difference maps and refined isotropically. C-bound H atoms were positioned geometrically and allowed to ride on their respective parent atoms at distances of C-H = 0.93 Å, with U iso (H) = 1.2Ueq(C).
Computing details
Data collection: RAPID-AUTO (Rigaku, 1998); cell refinement: RAPID-AUTO (Rigaku, 1998) Extinction coefficient: 0.0067 (18)
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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